Figure S11
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Feature p-value Test result p-value Test result
Complex member 7.34E-88 Greater degree 1.95E-01
Duplicated 9.12E-17 Lower degree 5.71E-02
SSD duplicate 5.04E-12 Lower degree 3.22E-03 Greater degree
Originated in Saccharomyces 1.94E-08 Lower degree N/A
WGD duplicate 1.60E-06 Lower degree 1.57E-03 Lower degree
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